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B4 BE#} |PCG wmpirc ABPC PIPC S/A ACV mazre CEX crxsc CEZ CCL CTM CFDN CMZ CTX CTRX CPDX CAZ CFPN CFPM CZOP S/C FRPM FMOx AZT IPM merm GM AMK TOB ABK CAM EM cLDM MINO VCM TEIC LZD FOM LVFX CPFX ST
Escherichia coli 855 65% 69% 84% 100% 82% 86% 98% 86% 100% 83% 86% 86% 100% 100% 100% 100% 100% 92% 100% 92% 99% 72% 72% 87%
Staphylococcus aureus(MSSA) 537 [44% 100% 100% 100% 100% 100% 100% 84% 100% 100% 72% 80% 99% 100% 100% 100% 99% 87%
Staphylococcus aureus(MRSA) 362 [0% 0% 0% 0% 0% 0% 0% 40% 100% 100% 16% 17% 56% 100% 100% 100% 66% 24%
Pseudomonas aeruginosa 320 97% 96% 43% 0% 95% 95% 96% 91% 76% 92% 96% 98% 100% 100% 5% 30% 89% 93% 1%
Enterococcus faecalis 293 [98% 100% 100% 100% 99% 34% 10% 0% 19% 100% 100% 98% 91%
Klebsiella pneumoniae 281 0% 0% 96% 96% 98% 100% 98% 98% 98% 98% 100% 100% 99% 100% 89% 75% 100% 100% 98%
Staphylococcus epidermidis 278 [12% 26% 26% 26% 26% 26% 26% 71% 99% 44% 43% 100% 100% 81% 100% 71% 41%
Streptococcus pneumoniae 216 |99% 96% 99% 60%|53% 59% 66% 96% 92% 98% 99% 89% 6% 37% 42% 100% 95%
Haemophilus influenzae 148 51% 72% 75% 100% 43% 100% 100% 100% 100% 100% 100% 100% 70% 99% 100%
Moraxella catarrhalis 145 (0% 0% 98% 96% 100% 87% 1% 100% 100%
Enterobacter cloacae 131 0% 80% 0% 0% 75% 0% 82% 1% 81% 99% 100% 100% 97% 100% 91% 37% 98% 98% 95%
Streptococcus agalactiae 110 [200% 100% 100% 100% 100% 98% 97% 99% 100% 100% 100% 100% 100% 87% 91% 75%) 100% 61%
Staphylococcus haemolyticus 90 [10% 14% 14% 14% 14% 14% 14% 56% 100% 22% 28% 90% 100% 96% 100% 0% 26%
Klebsiella oxytoca 64 0% 0% 89% 7% 98% 100% 100% 98% 100% 100% 100% 100% 98% 100% 97% 81% 95% 95% 97%
Staphylococcus caprae 62 |18% 55% 55% 55% 55% 55% 55% 50% 100% 60% 66% 100% 100% 100% 100% 2% 42%
Clostridium difficile 61 [30% 30% 98% 35% 35% 75% 65% 32% 92%
Enterococcus faecium 60 |5% 7% 0% 7% 7% 2% 9% 0% 15% 100% 100% 98% 5%
Acinetobacter baumannii 59 0% 86% 0% 93% 0% 0% 0% 100% 43% 0% 93% 95% 100% 100% 28% 100% 100% 98% 100% 100% 0% 98% 98% 98%
Proteus mirabilis 59 66% 73% 83% 76% 76% 100% 76% 76% 76% 76% 80% 100% 98% 100% 0% 83% 86% 86% 97%
Serratia marcescens 54 2% 80% 2% 0% 69% 69%  100% 2% 100% 100% 100% 100% 100% 100% 44% 82% 94% 94% 100%
Streptococcus anginosus 52 |[100% 100% 100% 98% 98% 27% 100% 100% 100% 100% 100% 100% 75% 90% 52% 100% 90%
Staphylococcus capitis 45 |14% 64% 64% 64% 64% 64% 68% 91% 100% 82% 84% 91% 100% 96% 100% 0% 82%
Stenotrophomonas maltophilia 45 0% 2% 0% 2% 0% 0% 0% 0% 2% 0% 82% 36% 16% 95% 9% 0% 20% 42% 51% 98% 0% 87% 56% 87%
Citrobacter koseri 41 0% 0% 76% 76% 76% 76% 76% 76% 76% 76% 100% 100% 85% 100% 90% 98% 76% 76% 85%
Enterobacter aerogenes 38 0% 79% 0% 0% 87% 0% 97% 0% 84% 100% 100% 100% 100% 100% 100% 66%  100% 100% 100%
Staphylococcus lugdunensis 34 [62% 79% 79% 79% 79% 79% 79% 82% 100% 82% 82% 100% 100% 100% 100% 94% 94%
Morganella morganii 28 4% 74% 4% 4% 33% 93% 100% 4% 96% 100% 100% 100% 89% 100% 0% 0% 96% 96% 89%
Staphylococcus hominis 27 |48% 56% 56% 52% 56% 56% 56% 96% 100% 37% 37% 100% 100% 96% 100% 19% 59%
Citrobacter freundii 24 13% 88% 13% 8% 92% 13% 92% 13% 92% 100% 100% 100% 100% 100% 88% 100% 100% 100% 100%
Staphylococcus warneri 23 |57% 78% 78% 78% 78% 78% 78% 96% 100% 70% 74% 100% 100% 91% 100% 9% 83%
Campylobacter jejuni 21 95% 62%
Streptococcus mitis/oralis 18 |94% 94% 94% 94% 89% 89% 89% 100% 100% 100% 100% 94% 56% 89% 83% 100% 100%
Streptococcus pyogene 17 |[200% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 47% 65%  94% 100% 94%
Bacteroides capillosus 14 |46% 31% 77% 69% 7% 7% 85% 77% | 100%
Bacteroides thetaiotaomicron 13 |8% 8% 69% 62% 77% 85% 92% 46% 77%
Corynebacterium striatum 13 |15% 15% 15% 15% 0% 100%
Fusobacterium nucleatum 12 |82% 82% 100% 91% 100% 100% 100% 91% 100%
Proteus vulgaris 12 8% 92% 58% 8% 25% 100% 100% 100% 100% 100% 100% 100% 100% 100% 50% 100% 100% 100% 100%
Clostridium tertium 11 |91% 91% 100% 100% 100% 100% 100% 46% 100%
Peptostreptococcus asaccharolyticus 11 |100% 91% 100% 100% 100% 100% 100% 64%  100%
Peptostreptococcus micros 10 |90% 50% 100% 100% 100% 100% 100% 100% 100%
Peptostreptococcus prevotii 10 |90% 90% 90% 90% 90% 90% 90% 50% 70%
Bacillus cereus 9 0% 78% 56% 0% 100% 89% 100% 100% 56%
Bacteroides uniformis 9 |22% 22% 56% 78% 78% 67% 67% 44% 100%
Enterococcus gallinarum 9 |[89% 89% 89% 67% | 44% 33% 0% 100% 67% 100% 100% 89%
Aerococcus urinae 9 |100% 100% 100% 88% 100% 100% 100% 100% 100% 100% 100% 100% 100% 63% 100% 100% 100% 63%
Propionibacterium acnes 8 |88% 50% 100% 100% 100% 100% 100% 75% 75%
Peptostreptococcus anaerobius 7 [71% 43% 86% 100% 71% 100% 100% 71% 71%
Staphylococcus simulans 7 |71% 71% 71% 71% 71% 71%  86% 100% 100% 71% 100% 100% 100% 100% 100% 43% 71%
Streptococcus constellatus (viridans strep) 7 |100% 86% 100% 100% 100% 0% 86% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100%
Enterococcus avium - (Group D) 6 |83% 83% 83% 100% 50% 33% 20% 50% 100% 100% 100% 67%
Peptostreptococcus magnus 6 |83% 83% 100% 100% 100% 100% 100% 83% 100%
Proteus penneri 6 17% 83% 50% 17% 50% 100% 100% 100% 100% 100% 83% 100% 100% 100% 17% 83% 100% 100% 83%
Streptococcus intermedius 6 |100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 83% 100% 83% 100% 100%
Streptococcus dysgalactiae ssp dysgalactiae =~ 6 |100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100%
Enterococcus raffinosus 6 [17% 17% 17% 33% 0% 17% 0% 17% 100% 100% 100% 100%
Campylobacter coli 5 75% 25%
Prevotella buccalis 5 |40% 40% 80% 80% 100% 80% 100% 80% 100%
Clostridium ramosum 5 |[60% 60% | 100% 100% 100% 100% 100% 40% 100%
Providencia stuartii 5 0% 100% 0% 0% 100% 100% 100% 100% 100% 100% 100% 100% (0% 100% 0% 0% 20% 20% 100%
Pantoea spp (Enterobacter) 5 20% 80% 60% 60% 100% 60%  100% 60% 100% 100% 100% 100% 100% 100% 100% 40% 100% 100% 100%




